Corrigendum to "The complete genomic sequence of the modified vaccinia Ankara (MVA) strain: Comparison with other orthopoxviruses" [Virology 244 (1998) 365-396] 
The authors would like to correct some sequencing errors that appeared in their original paper, referenced above.
The sequence of a second MVA isolate with a different passage history was submitted to GenBank (accession number AY603355; Esposito, J.J., Frace, M., Sammons, S.A., OlsenRasmussen, M.S., Osborne, J., Khristova, M. and Wohlhueter, R.M., 2004. Vaccinia virus strain Acambis 3000 modified virus Ankara (MVA), complete genome). A comparison of the earlier deposited sequence of the MVAII/85 derived MVA M4 clone (accession number U94848; above-referenced article) with the new sequence (AY603355) revealed five single nucleotide differences in the viral genome (Table 1) . A review of our raw sequence data suggested that sequencing errors, rather than genetic variation, may have resulted in the five single nucleotide differences in the U94848 sequence. Therefore, the five differing regions in the MVA M4 clone were re-sequenced using the improved dye terminators now available. We found that the five differences in the original data resulted from errors in the original sequencing experiments. When the corrected MVA M4 sequences were compared to the AY603355 GenBank entry, no differences were found (Table 1) . Thus, the AY603355 sequence (Esposito et al., 2004) and the U94848 sequence (Antoine et al., 1998) 
